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Fig. 1 
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Fig. 2 
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FIG. 3 ^'^ 

3 01 ACCCATTGCTGAAATGTTGGACTTGAAGATTGCTTTAGAAAGAGGAGTTGGTGAATGGTT 



3 61 TCGTAAAAATAGAGATACCAAACCAGTTCCCGGTGATTACACACAATTGAGAACATTTTT Sfj^CXO 

0 - 

4 21 CGATAAATTATTGATCGATGAAGATACTTGGCCAAGAGATAACTTAAATGTTATACCTAA^f Q'lj) fO^' 

0 

4 81 TATTGAAGGAGAAGATTATGATGAAATCTACGATCGTGCCAAATTGTTTTGGAAAAAGTT ScCJ^I D ' 

0 - TTAAATATGTGTTGATAGTTACACATGC JtQ ^S^^H f 

Mill llllllllllllMIIIIIIIL-p.,fv,>l,-i, 
541 TATTCCTGAATTTGAAAAGAAATTCCCCGAAATTAAAAATGTGTTGATAGTTACACATGC^tKa^*^^ 'o( 

2 9 AGCAACGAAAATTGCTTTAGGATCAGCTTTATTACAGTTAAAATCAGTTACTGATGTTAT t[)/0^ '7/ 

INillMIMIIlllllllllMMIItllllllMIMMIIIIIMIIIIIIIIIIU.^ 

601 AGCAACGAAAATTGCTTTAGGATCAGCTTTATTACAGTTAAAATCAGTTACTGATGTTATXH ^H/NU' o( 
8 9 AGATGATAATCAAACTGTGTTACGTGCTGGTGCATGTTCATTATCCAAATTTGTTAGAGA ^[Q 10 (OO ! 7/ 

IMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIMIIII \_ , 
661 agatgataatcaaactgtgttacgtgctggtgcatgttcattatccaaatttgttagaga 5t Cx lO'^u' V 

14 9 tggcg aagataaaaccaatc atactattcaatgg aaaattgtcatgaatggtaattgtga CdTPk iVVl 7 / 

II II 1 1 1 1 1 II II 1 1 II 1 1 1 1 II II II I II 1 1 M I II 1 1 1 II 1 1 II 1 1 1 1 1 II 1 1 II 1 1 ^ ^ ^ 
721 tggcgaagataaaaccaatgatactattcaatggaaaattgtcatgaatggtaattgtga 5 7i 

2 0 9 ATTCTTG ACACAGGGTG AAG AAATGAAT SCCxtfi WD' 7/ 

Ml I II nil II I II Mil 11 III III -^nAVT7 
781 ATTCTTGACACAGGGTGAAGAAATGAACTGGGATTTCCGTCGTGGTGTTGAAGCCGGGTC'5(;;0t 10^^ ' I 
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FIG. 5 
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1 ATGACGATTGAAACTATTTATATCGCAAGACACGGTTATAGATCCAATTGGTTACCACCA 6 0 

lllllllllllllllllllillllllllllllllllllllllllllMIIIMIIIIMI 

1 ATGACGATTGAAACTATTTATATCGCAAGACACGGTTATAGATCCAATTGGTTACCACCA 60 



6 1 CCACACCCACCAAATCCTACTGGTATTGACAGTGACCCGGCTTTAGCACCACATGGTGTT 12 0 

IIIIIIIIIIIIIIIIIMillllllllllllllllllllllllllllllMIIIIMII 

6 1 CCACACCCACCAAATCCTACTGGTATTGACAGTGACCCGGCTTTAGCACCACATGGTGTT 12 0 



121 G AACAAGCCCAACAGTTAGCTCCCTATCTTACATC ATTACCTACACATG AAAAGCCTG AA 180 

IIIIIIIIIIMIIIIIIilllllMMIIIMIIIIIIIIMIIIMIIIIIIIIIIII 

121 GAACAAGCCCAACAGTTAGCTGCCTATCTTACATCATTACCTACACATGAAAAGCCTGAA 18 0 



181 TTTATTATTGCTTCACCTTTTTATCGTTGTATAGAAACGTCGAGACCCATTGCCGAAATG 2 4 0 

IIIIMIIIIIIIIillMIMIIIIMIIIIIIMIIIIIIillllllllllllIMM 

181 TTTATTATTGCTTCACCTTTTTATCGTTGTATAGAAACGTCGAGACCCATTGCCGAAATG 24 0 



2 4 1 TTGGACTTGAAGATTGCTTTAGAAAGAGGAGTTGGTG AATGGTTTCGTAAAAATAGAGAT 3 00 

IMIMIIIIIIIIIIIIMIIIMMMIMIIIIMIIIIMMMIIIIIIMMII 

241 TTGGACTTGAAGATTGCTTTAGAAAGAGGAGTTGGTG AATGGTTTCGTAAAAATAGAGAT 3 00 



3 01 ACCAAACCAGTTCCCGGTG ATTACACACAATTGAGAACATTTTTCGATAAATTATTGATC 3 60 

MIIIMIMMIIIIMIIIIIMIIIIMIIIMIIIIIIMIIIIIIIMMIMM 

3 01 ACCAAACCAGTTCCCGGTGATTACACACAATTGAGAACATTTTTCGATAAATTATTGATC 3 60 



3 61 GATGAAGATACTTGGCCAAG AGATAACTTAAATGTTATACCTAATATTGAAGG AGAAGAT 4 20 

lllllllllllllllllllllllllilllllllllllilllllllilllllliillilli 

3 61 G ATGAAGATACTTGGCCAAGAG ATAACTTAAATGTTATACCTAATATTGAAGGAGAAGAT 4 20 



4 21 TATGATGAAATCTACGATCGTGCCAAATTGTTTTGGAAAAAGTTTATTCCTGAATTTGAA 4 8 0 

IIIIIIIIIIIIIMIIMIIIIMIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIMII 

4 21 TATGATGAAATCTACG ATCGTGCCAAATTGTTTTGGAAAAAGTTTATTCCTGAATTTGAA 4 80 



4 81 AAGAAATTCCCCGAAATTAAAAATGTGTTGATAGTTACACATGCAGCAACGAAAATTGCT 54 0 

IIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIIIIIIIIIMMIIIIIIIIIIIMI 

4 81 AAGAAATTCCCCGAAATTAAAAATGTGTTGATAGTTACACATGCAGCAACGAAAATTGCT 54 0 



541 TTAGGATCAGCTTTATTACAGTTAAAATCAGTTACTGATGTTATAGATGATAATCAAACT 6.00 

IIIIIIIIIMIIIMIIIIIIIIMIIIIIIIIIIIMIIIIIMIIIIMMIMIII 

541 TTAGG ATCAGCTTTATTACAGTTAAAATCAGTTACTG ATGTTATAGATG ATAATC AAACT 6 00 



6 01 GTGTTACGTGCTGGTGCATGTTCATTATCCAAATTTGTTAGAGATGGCGAAGATAAAACC 6 60 

IIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIMIMIillllllllll 

6 01 GTGTTACGTGCTGGTGCATGTTCATTATCCAAATTTGTTAGAGATGGCG AAG ATAAAACC 660 

O O O 0 0 0 

6 61 AATCATACTATTCAATGGAAAATTGTCATGAATGGTAATTOTGAATTCTTGACACAGGGT 7 2 0 

IIIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIII 
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661 AATCATACTATTCAATGG AAAATTGTCATG AATGGTAATTGTGAATTCTTG ACACAGGGT 7 2 0 



721 GAAGAAATGAACTGGGATTTCCGTCGTGGTGTTGAAGCCGGGTCAGCTGAAGATATAGCG 7 80 

IIIIIIIIIIMIMIIIMIIIIMIMIIIMIIMMIIMIIIIMIIIIIMIII 

721 G AAG AAATGAACTGGGATTTCCGTCGTGGTGTTGAAGCCGGGTCAGCTGAAGATATAGCG 7 80 



7 81 CAAAGAAAGGCAGCAGCAGAAGCAGAAGCAAAAGCATTGAAGAAAA^.TGAACAAACCAAA 8 4 0 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIMIII 
7 81 CAAAGAAAGGCAGCAGCAG AAGCAG AAGCAAAAGCATTGAAG AAAA;^.TGAACAAACCAAA 84 0 



84 1 TCCGATGGTCCCATCACTGAATCTGCCACTGGGGCAGAAATAGATGGGAATGAAGATGAA 9 00 

IMIIIIIMIIIIIMIIIIMIIIIMIIMMMIIIIMMINIIIIIIMIIM 

84 1 TCCGATGGTCCCATCACTGAATCTGCCACTGGGGCAGAAATAGATGGGAATGAAGATGAA 9 00 



901 TTTG AAGTACGTAAAACTTG AAAG AG ATATTAAATAG AC ACAAACTTAG AAAATATAG AG 960 
llllll 

901 TTTGAA - 906 



961 ATAC AAACGTTTTG AATTTCTTG ATTCACTTTTTTGTTTAAAAATAAAAATAGTTC AAAA 1020 
906 905 



1021 TGAAATACTAACACATGTGTTTTTAGACATTTTATGTAACCATCGATATACCTTCAATTT 1080 

1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M M 1 1 M 1 1 1 

906 - - ACATTTTATGTAACCATCGATATACCTTCAATTT 93 9 



1081 CGAATAAAATCGACAATGAAGAAGAACCACCATCAAGGACAGGTCAAGCTCCAAAATTCA 114 0 

IIIIIIIIIIIIIIIIIIMIIIIIIIIIIMIIIIIIIIIIIIIIIIIIIIIIIIIIII 

94 1 CGAATAAAATCGACAATGAAGAAGAACCACCATCAAGGACAGGTCAAGCTCCAAAATTCA 1000 



114 1 AAAACAATATTATCAAGCCTTCAGCACAACTCCAATTTACTGATTTAAAAGAAGATCATC 12 00 

- IIIIIIIIMIIIIIIIIMIIMMIIMMIIIIIIIIIIMIIIIIIIIIIIMIII 

1001 AAAACAATATTATCAAGCCTTCAGCACAACTCCAATTTACTGATTTAAAAGAAGATCATC 1060 

o o o o o o 

12 01 CATTAGTAAAAATATCGAACAATACTATATCTGCTCAAGGCTCGTCGTCGTCGTCGTTAT 12 6 0 

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIMIIIIIIIIIIIIIIIIII 
1061 CATTAGTAAAAATATCGAACAATACTATATCTGCTCAAGGCTCGTCGTCGTCGTCGTTAT 112 0 



12 61 CAGCGTCGAAAAATGG ATTTAATAGTCATACTCACAATTC AGGAGTC ATTG ATCCATCAG 13 20 

1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 i M 1 1 1 1 M 1 1 

1121 CAGCGTCGAAAAATGG ATTTAATAGTCATACTCACAATTCAGGAGTCATTG ATCCATCAG 1180 



13 21 CACTTATAGATGGGAAAATTTATCAGACTGATTGGAATCAATTACAAGGTACTGAACTAA 13 8 0 

IIIIMMIIIMIIIIIIIMIIIIIIIIIIMIIIIIMIIIIIMMIIIIIIIIII 

1181 CACTTATAGATGGGAAAATTTATCAGACTGATTGGAATCAATTACAAGGTACTGAACTAA 124 0 
o o o o o o 



1381 
1241 



TATTTGATGAAAATGGTCAATTTATAGGCAAGGTTAAGGAACATTTGACTTGCAATAATA 

IIMIIIIIIIIMIIIIIIIIIIIIIIillllllilllllllllllMillllMIMI 

TATTTGATGAAAATGGTCAATTTATAGGCAAGGTTAAGGAACATTTGACTTGCAATAATA 
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14 41 ACACAAAATTCACATTAAAAAAGGCAGAAGAAGTAGAACAACTTCGTTCAGCAGATGATT 1500 

IIIIIIIIIIIIMIIIIIMIMIIIIIIIIIMIIIMMIMIIMIIIIIIIMII 

13 01 ACACAAAATTCACATTAAAAAAGGCAGAAGAAGTAGAACAACTTCGTTCAGCAGATGATT 13 6 0 



1501 CTATCATGGATATAGATCAAGACTCACAAGGACAACAACCAGCTAG AAGTCAGTTCTTAA 156 0 

IIMIIIMIIIIIIIIIIIMIMIIIMIMIIMIIIIIIIIIilllllllllllM 

13 61 CTATCATGGATATAG ATCAAG ACTCACAAGGACAACAACCAGCTAGAAGTCAGTTCTTAA 14 2 0 
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AAAGAGCAATTGTGGCTGCTAGAGCCAAAGGTAAATAAATGCTATTTTGTTATTATTATA 

MIIIMIIIIIIIIIIIIIIIIIIIIIIIMII 

AAAGAGCAATTGTGGCTGCTAGAGCCAAAGGTAA- - 
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